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5' splice junction: 

3' splice junction: 

Promoter region: 
Poly A: 

Aiu repeats: 
Homeobox: 
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Repeats of about 250 bases 

A sequence of about 180 bases 
coding for ~ 60 amino acids 
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5' Splice Consensus Primer 
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Promoter Consensus Sequence: 
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(STEP 1) 



Primer 1 
(5' splice 
consensus primer) 
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PGR amplify 
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Primer 2 
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(STEP 3) 



Unique Primer 2 



Unique Primer 1 



PGR amplify the same exon and flanking 
sequences with unique primer 1 and 

unique primer 2 at specific addresses from 
the genome of different individuals, 
sequence, and compare for SNPs 
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Primer 2 



Promoter 
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PCR amplify the same promoter and flanking 
sequences with unique primer I and unique 

primer 2 from the genome of different 
individuals, sequence and compare for SNPs 
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